
T85 r =−0.498, p<0.0001
T78 r =−0.490, p<0.0001
T73 r =−0.089, p=0.0756
T70 r =−0.091, p=0.0676
T67 r = 0.422, p<0.0001
T65 r = 0.391, p<0.0001
T64 r = 0.304, p<0.0001
T63 r = 0.309, p<0.0001

ET Group

Spearman’s Rho = 0.158
p-value < 0.0001

Mean estimated genome size
1990927.20bp

HT Group

Spearman’s Rho = 0.149
p-value < 0.0001

Mean estimated genome size
2808581.29bp

MT Group

Spearman’s Rho = 0.118
p-value < 0.0001

Mean estimated genome size
2908186.45bp
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